. Special oligonucleotide sequence of siRNA for ELOVL7.
Name
Sequence siELOVL7-sense siELOVL7-antisense 5ʹ-GCACCUGCUGGCUUUAUUATT -3ʹ 5ʹ-UAAUAAAGCCAGCAGGUGCTT -3ʹ Table 2 . Name, accession number, sequences, amplicon length of primer pairs used in the present experiment, efficiency of amplification of PCR, and references. Figure 1 . Cellular TAG Assays after altering ELOVL7 expression.The protocol for cellular TAG assay was described previously (Kang et al., 2015 , Shi et al., 2015b . Total cellular TAG was extracted using the GPO-Trinder triglyceride assay kit (http://www.applygen.com/a/meixueyushenghuaceding/276.html, Applygen Technologies, Beijing, China). The quantification of total cellular TAG was normalized to the cellular protein concentration. Protein concentration of each well was determined using a BCA protein assay kit (Pierce, Thermo fisher Scientific, USA) according to the manufacturerʹs instructions (https://www.thermofisher.com/order/catalog/product /23225). Figure S1 . Elongation of very long chain fatty acid-like fatty acid elongase 7 (ELOVL7) did not significantly alter the accumulation of cellular triacylglycerol (TAG). The goat mammary epithelial cells (GMEC) were transfected with Ad-ELOVL7 or Ad-GFP or incubated with siRNA target ELOVL7 (siELOVL7) or negative control (siNC), and collected at 48 h for cellular TAG analysis. Values are means ± SEM from 3 individual cultures. The data were determined via Studentʹs t-test (Ad-ELOVL7 vs. Ad-GFP or siELOVL7 vs. siNC). ns represents no significant change compared with control.
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